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CLAIMS 



1. A spatially-addressable set of single exon nucleic acid 
probes for measuring gene expression in a sample derived 
5 from human placenta comprising a plurality single exon 
nucleic probes, said probes comprising any one of the 
nucleotide sequences set out in SEQ ID NOs : 1 - 13,232 or a 
complementary sequence, or a portion of such a sequence. 

10 2. A spatially- addressable set of single exon nucleic acid 
probes as claimed in claim 1 wherein each of said plurality 
of probes is separately and addressably amplifiable. 

3. A spatially-addressable set of single exon nucleic acid 
15 probes as claimed, in claim 1 wherein each of said plurality 

of probes is separately and addressably isolatable from 
said plurality. 

4. A spatially-addressable set of single exon nucleic acid 
20 probes as claimed in any of claims 1 to 3 wherein said 

probes comprise any one of the nucleotide sequences set out 
in SEQ ID NOS.: 13,233 - 26,232. 

5. A spatially-addressable set of single exon nucleic acid 
25 probes as claimed in any of claims 1 to 4, wherein each of 

said plurality of probes is amplifiable using at' least one 
common primer. 

6. A spatially-addressable set of single exon nucleic acid 
30 probes as claimed in any of claims 1 to 5 wherein the set 

comprises between 50 - 20,000 single exon nucleic acid 
probes . 

7. A spatially-addressable set of single exon nucleic acid 
35 probes as claimed in any of claims 1 to 6 , wherein the 
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average length of the single exon nucleic acid probes is 
between 200 and 500 bp. 

8. A spatially-addressable set of single exon nucleic acid 

5 probes as claimed in any of claims 1 to 7, wherein at least 
50% of said single exon nucleic acid probes lack 
prokaryotic and bacteriophage vector sequence. 

9. A spatially-addressable set of single exon nucleic acid 
10 probes as claimed in any of claims 1 to 8, wherein at least 

50% of said single exon nucleic acid probes lack 
homopolymeric stretches of A or T. 

10. A spatially-addressable set of single exon nucleic acid 
15 probes as claimed in any of claims 1-9 characterised in 

that said set of probes is addressably disposed upon a 
' substrate . 

11. A spatially- addressable set of single exon nucleic acid 
20 probes as claimed in claim 10 wherein said substrate is 

selected from glass, amorphous silicon, crystalline silicon 
and plastic. 

12. A microarray comprising a spatially addressable set of 
25 single exon nucleic acid probes as claimed in any of claims 

1 - 11. 

13 . A single exon nucleic acid probe for measuring human 
gene expression in a sample derived from human placenta 

30 comprising a nucleotide sequence as set out in any of SEQ 
ID NOs.: 1 - 13,232 or a complementary- sequence or a 
fragment thereof " wherein said probe hybridizes at high, 
stringency to a nucleic acid molecule expressed in the 
human placenta. 

35 
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14. A single exon nucleic acid probe as claimed in claim 13 
comprising a nucleotide sequence as set out in any of SEQ 
ID NOs.: 13,233 - 26,232 or a complementary sequence or a 
fragment thereof . 

5 

15. A single exon nucleic acid probe for measuring human 
gene expression in a sample derived from human placenta 
which is a nucleic acid molecule having a sequence encoding 
a peptide comprising a peptide sequence as set out in any 

10 of SEQ ID NOs.: 26,233 - 38,837, or a complementary 
sequence or a fragment thereof wherein said probe 
hybridizes at high stringency to a nucleic acid expressed 
in the human placenta. 

15 16. A single exon nucleic acid probe as claimed in any one 
of claims 13 to 15 wherein said single exon nucleic acid 
probe comprises between 15 and 25 contiguous nucleotides of 
said SEQ ID NO. 



20 



25 



17. A single exon nucleic acid probe as claimed in any one 
of claims 13 to 15, wherein said probe is between 3 - 25 kb 
in length. 

18. A single exon nucleic acid probe as claimed in any one 
of claims 13-17, wherein said probe is DNA, RNA or PNA. 

19. A single exon nucleic acid probe as claimed in any one 
of claims 13-18, wherein said probe is detectably 
labeled. 

20. A single exon nucleic acid probe as claimed in any one 
of claims 13 - 19, wherein said probe lacks prokaryotic and 
bacteriophage vector sequence. 

35 21. A single exon nucleic acid probe as claimed in any one 



30 



641 



WO 01/57272 < , PCT/US01/00663 

of claims 13 - 20, wherein said probe lacks homopolymeric 

i 

stretches of A or T. 

22. A method of measuring gene expression in a sample 
5 derived from human placenta, comprising: 

contacting the microarray of claim 12, with a first 
collection of detectably labeled nucleic acids, 
said first collection of nucleic acids derived 
from mRNA of human placenta; and then 
10 measuring the label detectably bound to each probe of 

said microarray. 

23. A method of identifying exons in a eukaryotic genome, 
comprising : 

15 algorithmically predicting at least one exon from 

genomic sequence of said eukaryote; and then 
detecting specific hybridization of detectably labeled 
nucleic acids to a single exon probe, 
wherein said detectably labeled nucleic acids are derived 
20 from mRNA from the placenta of said eukaryote, said probe 
is a single exon probe having a fragment identical in 
sequence to, or complementary in sequence to, said 
predicted exon, said probe is included within a microarray 
according to claim 12', and said fragment is selectively 
25 hybridizable at high stringency. 

24. A method of assigning exons to a single gene; 
comprising: 

identifying a plurality of exons from genomic 
30 sequence according to the method of claim 23; and 

then 

measuring the expression of each of said exons in a 
plurality of tissues and/or cell types using 
hybridization to single exon microarrays having a 
35 probe with said exon, 
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wherein a common pattern of expression of said exons in 
said plurality of tissues and/or cell types indicates that 
the exons should be assigned to a single gene. 

5 25. A nucleic acid sequence as set out in any of SEQ ID 
NOs : 1 - 26,232 which encodes a peptide. 

26. A peptide encoded by a sequence as set out in any of 
SEQ ID Nos: 1 - 26,232. 

10 

27. A peptide comprising a sequence as set out in any of 
SEQ ID Nos: 26 , 233 - 38,837. 
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